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IDT’s Unified RNAi Parameters 
 
The rational selection of effective RNAi molecules for gene knockdown involves 

including features that enhance the success and avoiding features that increase 

the failure of the resulting RNAi molecule.  Software for the design of effective 

RNAi molecules should select candidate RNAi sequences based upon their 

ability to conform to effectiveness criteria.  IDT’s default unified RNAi design 

parameters incorporate the following criteria for RNAi selection and ranking from 

the target sequence of interest. 

 
Unified RNAi design parameters: 

 

1) General Nucleotide Patterns 

 

Target: AA-N19 (Elbashir et al. 2001) 

 

Avoid: GGGG, AAAA, CCCC, TTTT, SSSS (Hseih et al. 2004; Ui-Tei et al. 2004) 

 
2) Position Specific Nucleotide Patterns 
 

 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 ref 

+ S                  W 1 

+ S     A       U      H 2 

+           S  A   G   T 3 

+   A       U         A 4 

                     

- U         U         G 2 

-      C     W        G 3 

-             G      S 4 

 
1 (Ui-Tei et al. 2004), 2 (Amarzguioui and Prydz 2004), 3 (Hseih et al. 2004), 4 

(Reynolds et al. 2004) 

 



 
3) Asymmetric thermodynamics of 5’ and 3’ ends of the RNAi duplex 

 

The 5’ end of antisense strand should be less thermodynamically stable than the 

5’ end of the sense strand, possibly influencing the bias of strand incorporation 

into the RISC. (Khorova et al. 2003; Schwarz et al. 2003). 
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